
 

 
 
 
 
 
CURRICULUM VITAE 
 
Ruedi Aebersold, Ph.D. 
 
 
 
 
 
 
 
 
 
 
I.  BIOGRAPHICAL DATA 
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Current Position:  Professor 
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II. EDUCATION 
 
� Undergraduate: 

Biocenter, University of Basel, Switzerland. 
1979 Diploma in Cellular Biology 

 
� Graduate: 

Ph.D. in Cellular Biology, Biocenter, University of Basel, 
Switzerland, July 1983. 

 
� Titles of theses written for graduate degrees: 

Diploma Thesis:  Induction, expression and specificity of murine suppressor T-cells 
regulating antibody synthesis in vivo and in vitro. Supervisor:  R.H. Gisler, Ph.D.  

 
� Ph.D. Thesis:  Structure-function relationships of hybridoma-derived monoclonal 

antibodies against streptococcal A group polysaccharide. Supervisor:  Prof. D.G. Braun. 
 
 
III.  Post-graduate training 

1984-1986  Division of Biology, California Institute of Technology, Pasadena, CA. 
Postdoctoral Position. 

1987-1988 Division of Biology, California Institute of Technology, Pasadena, CA.  
Senior Research Fellow 

 
 
IV.  FACULTY POSITIONS  

1989 -1993 Assistant Professor, Department of Biochemistry, University of British 
Columbia, Vancouver, B.C., Canada. 

1993 -1998 Associate Professor, Department of Molecular Biotechnology, University 
of Washington, Seattle, WA 

1998 - 2000 Professor, Department of Molecular Biotechnology, University of 
Washington, Seattle, WA 

2000 - 2006 Affiliate Professor, Department of Molecular Biotechnology, University of 
Washington, Seattle, WA  

2000  Co-Founder and Professor, Institute for Systems Biology, Seattle, WA 

2000 - 2009 Professor, Institute for Systems Biology, Seattle, WA 

2001 - 2004 Professor im Nebenamt, University of Zurich, Zurich, Switzerland 

2001 - 2006 Affiliate Professor, Department of Genome Sciences, University of 
Washington, Seattle, WA  

2002 - 2004 Affiliate Professor, Department of Microbiology, University of 
Washington, Seattle, WA 

2002 - 2008 Affiliate Professor, Department of Chemistry, University of Washington, 
Seattle, WA 

2002 - present Affiliate Professor, Department of Biochemistry, University of British 
Colombia, Vancouver 

2003 - present  Adjunct Faculty, Fred Hutchinson Cancer Research Center 

2004 - present Professor of Systems Biology, Institute for Molecular Systems Biology, 
ETH Zurich and Faculty of Natural Sciences, University of Zurich. 
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V.  TEACHING  (CLASSROOM) 

1990-1991  UBC Biochemistry 300, Medicine 501 

1991-1992  UBC Biochemistry 300, Biochemistry 402, 403 

1992-1993  UBC Biochemistry 300, Biochemistry 402 

1993-1994  UBC Biochemistry 300 

1994-  UW Molecular Biotechnology II 

1994-2001  UW Molecular Biotechnology 520, annually  

1996-2001  UW Molecular Biotechnology 599, bi-annually 

1999  UW Molecular Biotechnology 420 

1998-2000  UW Bioengineering 510, selected topics 

1997-2000  UW Medicinal Chemistry 540, selected topics 

2002-present ETH Zurich/University of Zurich, 2 week block course on proteomics 

2003-present ISB PI of quarterly 5-day course software tools for high throughput 
proteomics 

2005-present ETH Zurich Systems Biology Concept Course 
 
 
VI.   TEACHING (NATIONAL COURSES)  

• Protein purification/characterization course at Cold Spring Harbor Laboratories, New York, 
1989-1993. 

• 2-D electrophoresis database course at Cold Spring Harbor Laboratories, New York, April 
1993. 

• ABRF 1998, Tutorial on 2D gel electrophoresis, San Diego, CA, Feb 1998 

• HPCE 1999, Palm Springs, CA. Tutorial on proteome technology, Jan 1999 

• HPCE 2000, Seattle, WA. Tutorial on proteome technology, Feb 2000  
 
 

VII.  HONORS AND AWARDS 

• Swiss National Science Foundation Postdoctoral Fellowship (1984-85) 

• EMBO Postdoctoral Fellowship (1985-1986) 

• Swiss National Science Foundation Scholarship (1986-88) 

• MRC Canada Scholarship (1990-95) 

• Killam Research Prize (1993) 

• Pehr Edman Award (1994) 

• Boomer Lectures, University of Alberta, Edmonton (2000) 

• American Society of Mass Spectrometry, Biemann Medal (2002) 

• Michael Widmer Award (2002) 

• World Technology Network Award, Biotechnology (2002) 

• Genome Technology All-Stars, First place, Proteomics (2002) 

• Genome Technology All-Star, First place, Proteomics (2003) 
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• HUPO Award for Achievement in Proteomics (2005) 

• Barnett Lectures, Northeastern U, Boston 

• FEBS Büchner Medel (2006) 

• Seitz Lectures, University Chicago 

• EMBO Member (2006) 

• ABRF Award (2008) 

• Pierce Affinity Award (2009) 

• ISIHighlyCited Research (2009) 

• ASBMB Herbert A. Sober Lectureship (2010) 
 
 

VIII.   ORGANIZATIONAL MEMBERSHIPS 

• The Protein Society 

• American Society for Biochemistry and Molecular Biology (ASBMB) 

• American Association for the Advancement of Science (AAAS) 

• Biotechnology Alliance of British Columbia 

• New York Academy of Sciences 

• American Chemical Society (ACS) 

• American Association for Mass Spectrometry (ASMS) 

• Honorary Fellow, Royal Society of Chemistry (RCS) 

• Founding Member of the European Research Institute for Integrated Cellular Pathology 
(ERI-ICP) 

• American Association for Cancer Research (AACR) 
 
 

IX.   EDITORIAL APPOINTMENTS 

• Member, Editorial Board Electrophoresis 1989 -1993 

• Member, Editorial Board Analytical Biochemistry 1991 - 2000 

• Member, Editorial Board Protein Science 1992 - 1998  

• Member, Editorial Board Functional and Integrative Genomics 1999 - present  

• Member, Editorial Board Proteomics 1999 - present 

• Senior Editor, Physiological Genomics 1999 - 2004 

• Associate Editor, Molecular Cellular Proteomics, 2001 - present 

• Member, Advisory Board Genome Biology, 2003 – present 

• Member, Editorial Board The Protein Journal, 2004 – present 

• Member, Editorial Board Molecular Systems Biology, 2004 – present 

• Member, Editorial Advisory Board, Current Analytical Chemistry,  2005-present 

• Member, Editorial Board, Molecular Biosystems, 2005-2007 

• Member, Editorial Board, Journal of Biochemical and Biophysical Methods, 2005-2008 
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IX.   NATIONAL COMMITTEES AND CONSULTANCIES 

• Member, Resource Advisory Committee for QUEST Protein Database Center, Cold Spring 
Harbor Laboratory 1989 -1995 

• Member, NIH (USA) Special Study Section 1990 

• Member, NCI (Canada) Grant Review Panel H, 1990-1992 

• Member, CODATA - Task Force for the Generation and Distribution of 2D Electrophoresis 
Protein Databases, 1992 

• Member, Advisory Board for NIH Mass Spectrometry Resource Center at Rockefeller 
University, New York, 1991 - present 

• Member, NCI panel to review intramural programs, 1997 

• Member, MPSA organizing committee, 1998 – present 

• HPCE Executive Committee, 1999 – present 

• Pacific Rim Conference on Functional Genomics, Executive Committee, 1999 – present 

• Program Chair, ASMS Asilomar Conference, 1999.  

• Program Chair, ABRF conference, 2000 

• Member, Science Advisory Committee, Genome Canada (SIAC), 2000-2003 

• Member, Divisional Advisory Committee, Pacific Northwest National Laboratory, 2000- 
2006 

• Member, Scientific Advisory Board, University of Zurich, Functional Genomics Center, 
2001-present 

• Member, Scientific Advisory Board, National University of Singapore, Functional Genomics 
Initiative, 2002-present 

• Panel member, National Academy of Sciences, Proteomics Symposium, February 2002 

• Panel member, National Cancer Institute, Gynecological Cancers Progress Review Group, 
August 2002 

• Panel member, National Human Genome Research Institute, 2002-present 

• Co-Chair, Proteomic Technologies for Early Cancer Detection, National Cancer Institute, 
April 2003 

• Chair, Keystone Symposia, Proteomics: Technologies and Applications, March 2003 

• Co-Chair, Proteomics In Diabetes, National Institutes of Health, April 2003 

• Member, Scientific Advisory Board, Pacific Rim Biodefense Center at OHSU, 2003 – 2006 

• Co-chair, HUPO PSI initiative, 2003 –2007  

• Member, Scientific Advisory Board, National University of Singapore, Structural Biology and 
Proteomics Programme, 2003 – present 

• Member, Advisory Committee, University of California, Los Angeles - Department of 
Energy, Institute for Genomics and Proteomics, 2003 –present  

• Co-Chair, NIH workshop on standards in proteomics, Bethesda, Jan 05.  

• Member of EMBO Publication Committee, Heidelberg, Oct 06. 

• Keystone Symposia, SAB, 2005 - 2009 

• Co-chair EU-NCI Conference on Systems Biology of Cancer, Bruxelles, Belgium 2008 

• Vice-chair, ESF Symposium on Systems Biology, Barcelona Spain, 2008 
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• Co-chair, HUPO World Congress, Amsterdam the Netherlands, 2008 

• Member National Science and Technology Development Agency (NSTDA), Bangkok, 
Thailand, 2007-present 

 
 
X. PRIVATE SECTOR RELATIONSHIPS 

• Member, Scientific Advisory Board, Osiris Therapeutics, Baltimore, MD, 1994-1996 

• Member, Scientific Advisory Board, Oxford GlycoSciences, Oxford, UK. 1996-2002 

• Member, Scientific Advisory Board, Rosetta, BioInpharmatics, Kirkland, WA. 1997-2001 

• Member, Scientific Advisory Board, ActivX, La Jolla, CA, 2000-2005 

• Founder, Macrogenics (with Drs. Alan Aderem and Lee Hood, Institute for Systems Biology, 
Seattle, WA.), and Dr. Jeffrey Ravetch, (Rockefeller University, New York, NY) 2000. 

• Member, Scientific Advisory Board, Seattle Biomedical Research Institute Proteomics 
Advisory Committee, 2003 – 2006 

• Member, Scientific Advisory Board, Insilicos, Seattle, WA 
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74. Harrington MG, Aebersold R, Martin BO, Merrill CR, and Hood LE.  (1993) Identification 
of a brain-specific cerebrospinal fluid glycoprotein beta-trace protein. Appl Theor 
Electrophor 3:229-234. 

 

75. Wang Q, Tull D, Meinke A, Gilkes NR, Warren RAJ, Aebersold R, and Withers, S.G.  
(1993) Glu 280 is the nucleophile in the active site of clostridium thermocellum Cel C, a 
family A endo-beta-1,4 glucanase.  J Biol Chem 268:14096-14102. 
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76. Watts JD, Sanghera JS, Pelech S, and Aebersold R.  (1993) Phosphorylation of Serine 

59 of p56lck in activated T cells.  J Biol Chem 268:23275-23482. 
 

77. Van Oers NSC, Tao W, Watts JD, Johnson P, Aebersold R, and Teh HS.  (1993) 
Constitutive tyrosine phosphorylation of the T-cell receptor (TCR) zeta subunit:  
Regulation of TCR associated tyrosine kinase activity by TCR zeta.  Mol Cell Biol 13: 
5771-5780.  

 

78. Hess D, Covey TC, Winz R, Brownsey R, and Aebersold R.  (1993) Analytical and 
micropreparative peptide mapping by high-performance liquid chromatography/ion 
spray mass spectrometry of proteins purified by gel electrophoresis.  Prot Sci 2:1342-
1351. 

     

79. Bures EJ and Aebersold R.  (1993) A device for the quantitative collection of derivatives 
generated by chemical protein sequence analysis.  Meth Mol Biol 4:115-120. 

 

80. Watts JD, Welham MJ, Kalt L, Schrader JW, and Aebersold R.  (1993) IL-2 stimulation 
of T-lymphocytes induces sequential activation of mitogen-activated protein kinases and 

phosphorylation of p56lck on serine 59.  J Immunol 151:6862-6871. 
 

81. Carter JR, Franden MA, Aebersold R, and McHenry CS.  (1993) Identification, isolation 
and characterization of the structural gene encoding the delta subunit of E. coli DNA 
polymerase III holoenzyme.  J Bact 175:3812-3822. 

 

82. Carter JR, Franden MA, Aebersold R, Kim DR, and McHenry CS.  (1993) Identification, 
isolation, and overexpression of the gene encoding the psi subunit of E. coli DNA 
polymerase III holoenzyme.  J Bact 175:5604-5610. 

 

83. Carter JR, Franden MA, Aebersold R, and McHenry CS.  (1993) Identification, 
sequencing, and overexpression of the gene encoding theta subunit of DNA 
polymerase III holoenzyme.  Nucl Acids Res 21:3281-3286. 

 

84. Nika H, Chow DT, Hess D, Bures EJ, Morrison HL, and Aebersold R.  (1994) 
Automated subpicomole level protein sequencing.  J Prot Chem 13:439-441. 

 

85. Winz R, Hess D, Aebersold R, and Brownsey RW.  (1994) Unique structural features 
and differential phosphorylation of the 280kDa component (Isozyme) of rat liver acetyl-
CoA-carboxylase.  J Biol Chem 269:1-8. 

 

86. Gold MR, Duronio V, Saxena SP, Schrader JW, and Aebersold R.  (1994) Multiple 
cytokines activate phosphatidylinositol 3-kinase in hematopoietic cell lines. Association 
of the enzyme with various tyrosine phosphorylated substrates.  J Biol Chem 269:5403-
5412. 

 

87. Gold MR and Aebersold R.  (1994) Both phosphatidylinositol 3-kinase and 
phosphatidylinositol 4-kinase products are increased by antigen receptor signaling in B 
Cells.  J Immunol 152:42-50. 

 

88. Gobel TW, Chen CL, Lahti J, Kubota T, Kuo CL, Aebersold R, Hood L, and Cooper MD.  
(1994) Identification of T-cell receptor alpha-chain genes in the chicken.  Proc Natl Acad 
Sci, USA  91:1094-1098. 
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89. Aebersold R, Hess D, Morrison HD, YungwirthT, Chow DT, Affolter M, and Amankwa L.  
(1994) Recent advances and new targets in high sensitivity protein characterization.  J 
Prot Chem 13:465-466. 

 

90. Bures EJ, Nika H, Chow DT, Hess D, and Aebersold R.  (1994) Synthesis, evaluation 
and application of novel reagents for stepwise degradation of polypeptides.  J Prot 
Chem 13:466-468. 

 

91. Deretic D, Aebersold R, and Papermaster DS.  (1994) Alpha-A and alpha-B crystallin in 
the retina: Association with the post-golgi compartment of frog retinal photoreceptors.  J 
Biol Chem 269:16853-16861. 

 

92. Zhang W, Yungwirth T, Czernik AJ, Chait BT, and Aebersold R.  (1994) Matrix-assisted 
laser desorption mass spectrometric peptide mapping of proteins separated by 2D Gel 
electrophoresis: Determination of phosphorylation in synapsin 1.  Prot Sci 3:677-686. 

 

93. Mastick CC, Aebersold R, and Lienhard GE.  (1994) Characterization of a major protein 
in GLUT4 vescicles: Concentration in the vescicles and insulin-stimulated translocation 
to the plasma membrane.  J Biol Chem 269:6089-6092. 

 

94. Miao S, Ziser L, Aebersold R, and Withers SG.  (1994) Identification of glutamic acid 78 
as the active site nucleophile in Bacillus subtilis xylanase using electrospray tandem 
mass spectrometry.  Biochemistry 33:7027-7032. 

 

95. Miao S, McCarter JD, Grace M E, Grabowski GA, Aebersold R, and Withers, SG.  
(1994) Identification of Glu 340 as the active site nucleophile in human 
glucocerebrosidase by use of electrospray tandem mass spectrometry.  J Biol Chem 
269:10975-10978. 

 

96. L'Etoile ND, Fahnestock ML, Shen Y, Aebersold R, and Berk AJ.  (1994) Human TFIIIC 
Box B-binding subunit.  Proc Natl Acad Sci, USA 91:1652-1656. 

 

97. Watts JD, Affolter M, Krebs DL, Wange RL, Samelson LE, and Aebersold R. (1994) 
Identification by electrospray ionization mass spectrometry the sites of tyrosine 
phosphorylation induced in Jurkat T cells on the protein tyrosine kinase ZAP-70.  J Biol 
Chem 269:29520-29529. 

 

98. Gold M.R, Chiu R, Ingham RJ, Saxton TM, van Oostveen I, Watts JD, Affolter M, and 

Aebersold R.  (1994) Activation and serine phosphorylation of the p56 lck protein-
tyrosine kinase in response to antigen receptor cross-linking in B lymphocytes.  J 
Immunol 153:2369-2380. 

 

99. Gold MR, Yungwirth T, Sutherland CL, Ingham RJ, Vianzon D, Chiu R, van Oostveen I, 
Morrison HD, and Aebersold R.  (1994) Purification and identification of tyrosine-
phosphorylated proteins from B lymphocytes stimulated through the antigen receptor.  
Electrophoresis 15:441-453. 

 

100. Affolter M, Watts JD, Krebs DL, and Aebersold R.  (1994) Evaluation of two-
dimensional phosphopeptide maps by electrospray mass spectrometry of recovered 
peptides.  Anal Biochem 223:74-81. 

 

101. Lew J, Huang QQ, Qi Z, Winkfein RJ, Aebersold R, Hunt T, and Wang J.  (1994) A 
brain-specific activator of cyclin-dependant kinase 5.  Nature 371:423-426. 
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102. Saxton TM, van Oostveen I, Bowtell D, Aebersold R, and Gold MR.  (1994) B cell 
antigen receptor cross-linking induces phosphorylation of the p21ras oncoprotein 
activators SHC and mSOS1 as well as assembly of complexes containing SHC, GRB-2, 
mSOS1, and a 145-kDa tyrosine-phosphorylated protein.  J Immunol 153:623-636. 

 

103. Harder KW, Owen P, Wong LKH, Aebersold R, Clark-Lewis I, and Jirik FR.  (1994) 
Characterization and kinetic analysis of the intracellular domain of protein tyrosine 
phosphatase HPTP-beta using synthetic phosphopeptides.  Biochem J 298:395-401. 

 

104. Bures EJ, Nika H, Chow DT, Morrison HD, Hess D, and Aebersold R.  (1995) Synthesis 
of the protein sequencing reagent 4-(3-pyridinylmethyl-aminocarboxypropyl) phenyl 
isothiocyanate and characterization of 4-(3-pyridinylmethylaminocarboxypropyl) 
phenylthiohydantoins.  Anal Biochem 224:364-372. 

 

105. Withers SG and Aebersold R.  (1995) Approaches to labeling and identification of active 
site residues in glycosidases.  Protein Sci 4:361-372. 

 

106. Hess D, Nika H, Bures EJ, Chow D, Morrison HD, and Aebersold R.  (1995) Liquid 
chromatography-electrospray ionization mass spectrometry of 4-(3-
pyridinylmethylaminocarboxypropyl) phenylthiohydantoins.  Anal Biochem 224:373-381. 

 

107. Agrez MV, Meldrum CJ, Sim AT, Aebersold R, Clark IM, Cawston TE, and Burns G.  
(1995) A fibroblast elongation factor purified from colon carcinoma cells shares 
sequence identity with TIMP-1.  Biochem Biophys Res Commun 206:590-600. 

 

108. Wange RL, Isakov N, Burke TR, Otaka A, Roller PP, Watts JD, Aebersold R, and 
Samelson LE.  (1995) F2(Pmp)2-TAM zeta 3, a novel competitive inhibitor of the 
binding of ZAP-70 to the T cell antigen receptor, blocks early T cell signaling.  J Biol 
Chem 270:944-948. 

 

109. Tull D, Miao S, Withers SG, and Aebersold R.  (1995) Identification of derivatized 
peptides without radiolabels: tandem mass spectrometric localization of the tagged 
active site nucleophiles of two cellulases and a beta-glucoside.  Anal Biochem 
234(2):119-125. 

 

110. Amankwa LN, Harder K, Jirik F, and Aebersold R.  (1995) High-sensitivity determination 
of tyrosine-phosphorylated peptides by on-line enzyme reactor and electrospray 
ionization mass spectrometry.  Protein Sci 4:113-125. 

 

111. Gebler JC, Trimbur DE, Warren RAJ, Aebersold R, Namchuk M, and Withers SG.  
(1995) Substrate-induced inactivation of a crippled beta-glucosidase mutant:  
Identification of the labeled amino acid and mutagenic analysis of its role. Biochemistry 
34:14547. 

 

112. Keller SR, Scott HM, Corlley Mastick C, Aebersold R, and Lienhard GE.  (1995) Cloning 
and characterization of a novel insulin -regulated membrane aminopeptidase from glut4 
vesicles. J Biol Chem 270:23612-23618. 

 

113. Dechert, U, Affolter M, Harder KW, Matthews J, Owen P, Clark-Lewis I, Thomas ML, 
Aebersold R, and Jirik FR.  (1995) Comparison of the specificity of bacterially 
expressed cytoplasmic protein tyrosine phosphatases SHP and SH-PTP2 toward 
synthetic phosphopeptide substrates. Eur J Biochem 231:673-681. 
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114. Wange RL, Guitian R, Isakov N, Watts JD, Aebersold R, and Samelson LE.  (1995) 
Activating and inhibitory mutations in adjacent tyrosines in the kinase domain of ZAP-
70. J Biol Chem 270:18730-18733. 

 

115. Isakov N, Wange RL, Burgess WH, Watts JD, Aebersold R, and Samelson LE.  (1995) 
ZAP-70 binding specificity to T cell receptor tyrosine-based activation motifs: the 
tandem SH2 domains of ZAP-70 bind distinct tyrosine-based activation motifs with 
varying affinity. J Exp Med 181:375-380. 

 

116. Patterson SD and Aebersold R.  (1995) Mass spectrometric approaches for the 
identification of gel-separated proteins. Electrophoresis 16:1791-1814. 

 

117. Tull D, Burgoyne DL, Chow DT, Withers SG, and Aebersold R.  (1995) A mass 
spectrometry-based approach for probing enzyme active sites: identification of Glu 127 
in Cellulmonas fimi exoglycanase as the residue modified by N-bromoacetyl 
cellobiosylamine. Anal Biochem 224:509-514. 

 

118. Ng, DH, Watts, JD, Aebersold R, and Johnson P.  (1996) Demonstration of a direct 
interaction between p56lck and cytoplasmic domain of CD45 in vitro. J Biol Chem 
271:1295-1300. 

 

119. Lioubin MN, Algate P, Tsai S, Carlberg K, Aebersold R, and Rohrschneider L. (1996) 
p150ship A signal transduction molecule similar to inositol polyphosphate-5-
phosphatase. Genes Dev 10:1084-1095. 

 

120. Ducret A, Foyn Bruun C, Bures EJ, Marhaug G, Husby G, and Aebersold R. (1996) 
Characterization of human serum amyloid A protein isoforms separated by two-
dimensional electrophoresis and by liquid chromatography / electrospray ionization 
tandem mass spectrometry.  Electrophoresis 17:866-876. 

 

121. Isakov N, Wange RL, Watts JD, Aebersold R, and Samelson LE.  (1996) Purification 
and characterization of human ZAP-70 from a baculovirus expression system.  J Biol 
Chem 271:15753-15761. 

 

122. Whalen SG, Gingras A-C, Amankwa L, Mader S, Branton P, Aebersold R, and 
Sonenberg N.  (1996) Phosphorylation of eIF-4E on Ser209 by PKC is inhibited by the 
translational repressors, 4E-binding proteins.  J Biol Chem 271 20:11831-11837. 

 

123. Cheng H-C, Bjorge JD, Aebersold R, Fujita DJ, and Wang JH.  (1996) Purification and 
substrate specificity study of bovine thymus cytosolic C-terminal Src Kinase (CSK) - 
Evidence for different efficiencies displayed by CSK in phosphorylating and inactivating 
two src-family tyrosine kinases.  Biochemistry 35:11874-11887. 

 

124. Figeys D, van Oostveen I, Ducret A, and Aebersold R.  (1996) Protein identification by 
capillary zone electrophoresis-microelectrospray ionization-tandem mass spectrometry 
at the subfemtomole level.  Anal Chem 68:1822-1828. 

 

125. Figeys D, Ducret A, Yates III JR, and Aebersold R.  (1996) Protein identification by 
solid-phase extraction- capillary electrophoresis- microelectrospray ionization tandem 
mass spectrometry.  Nature Biotechnology 14:1579-1583. 

 

126. Durnford DG, Aebersold R, and Green BR.  (1996) The fucoxanthin-chlorophyll proteins 
from a chromophyte alga are part of a large multigene family: structural and 
evolutionary relationships to other light harvesting antennae.  Molecular and General 
Genetics 253:377-378. 
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127. Watts JD, Brabb T, Bures EJ, Wange RL, Samelson LE, and Aebersold R. (1996) 
Identification and characterization of a substrate specific for the T cell protein tyrosine 
kinase ZAP-70.  FEBS Lett 398:217-222. 

 

128. Ducret A, Bures EJ, and Aebersold R.  (1996) High sensitivity detection of 4-(3-
pyridinylmethylaminocarboxypropyl) phenylthiohydantoins by capillary liquid 
chromatography-microelectrospray ion trap mass spectrometry.  J Prot Chem 16:323-
328. 

 

129. Tan S, Ducret A, Aebersold R, and Gantt E.  (1997) Red algal LHC I genes have 
homology to both Chl a/b- and a/c-binding proteins: a 21 kDa polypeptide encoded by 
Lhca2 is one of the six LHC I polypeptides.  Photosynthesis Research 53:129-140. 

 

130. Johnson JE, Aebersold R, and Cornell RB.  (1997) An amphipathic alpha-helix is the 
principal membrane-embedded region of CTP: phosphocholine cytidyltransferase - 
Identification of the 3-(trifluoromethyl-3-(m-[125I]iodophenyl)diazirine photolabeled 
domain.  BBA 1344:273-284. 

 

131. La Roche J, van der Staay GWM, Pichersky E, Ducret A, Aebersold R, Li R, Golden 
SS, Hiller RG, Wrench PM, Larkum AD, and Green B.R  (1997) Independent evolution 
of the prochlorophyte and green plant chlorophyll a/b light harvesting proteins.  Proc 
Natl Acad Sci, USA 93:15244-15248. 

 

132. Gu M, Kerwin JL, Watts JD, and Aebersold R.  (1997) Ceramide profiling of complex 
lipid mixtures by electrospray ionization mass spectrometry.  Anal Biochem 244:347-
356. 

 

133. Figeys D, Ducret A, and Aebersold R.  (1997)  Identification of proteins by capillary 
electrophoresis - tandem mass spectrometry:  Evaluation of an on-line solid phase 
extraction device.  J Chromatogr A 28:295-306. 

 

134. Sherrington PD, Scott JL, Boquan J, Simmons D, Dorahy DJ, Lloyd J, Brien JH, 
Aebersold R, Zuzel M, and Burns GF.  (1997) TLiSA1 (PTA1) activation antigen 
implicated in t cell differentiation and platelet activation is a member of the 
immunoglobulin superfamily exhibiting distinctive regulation of expression.  J Biol Chem 
272:21735-21744. 

 

135. Morris NJ, Ducret A, Aebersold R, Ross SA, Keller SR, and Lienhard GE. (1997) 
Membrane Amine Oxidase.  Cloning and identification as a major protein in the 
adipocyte plasma membrane.  J Biol Chem 272:9388-9392. 

 

136. Figeys D and Aebersold R.  (1997) Capillary electrophoresis of peptides and proteins at 
neutral pH in capillaries covalently coated with polyethyleneimine.  J Chromatogr B 
Biomed Sci App 18(695):163-168. 

 

137. Palaty CK, Kalmar G, Tai G, Oh S, Amankawa L, Affolter M, Aebersold R, and Pelech 
SL.  (1997) Identification of the autophosphorylation sites of the Xenopus laevis Pim-1 
proto-oncogene-encoded protein kinase.  J Biol Chem 272:10514-10521. 

 

138. Figeys D and Aebersold R.  (1997) High sensitivity identification of proteins by 
electrospray ionization tandem mass spectrometry: initial comparison between an ion 
trap mass spectrometer and a triple quadrupole mass spectrometer.  Electrophoresis 
18:360-368. 
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139. Figeys D, Ning Y, and Aebersold R.  (1997) A microfabricated device for the rapid 
protein identification by micro electrospray ion trap mass spectrometry.  Anal. Chem  
69:3153-3160. 

 

140. Watts JD, Gu M, Polverino AJ, Patterson SD, and Aebersold R.  (1997) Fas-induced 
apoptosis of T cells occurs independently of ceramide generation.  Proc Natl Acad Sci, 
USA 94:7292-7296.  

 

141. Van Oostveen I, Ducret A, and Aebersold R.  (1997) Colloidal silver staining of 
electroblotted proteins for high sensitivity peptide mapping by liquid chromatography-
electrospray ionization tandem mass spectrometry.  Anal Biochem 247:310-318. 

 

142. Takaki S, Watts JD, Forbush KA, Nguyen NT, Hayashi J, Alberola-Ila J, Aebersold R, 
and Perlmutter RM.  (1997) Characterization of Lnk: an adaptor protein expressed in 
lymphocytes.  J Biol Chem 272:14562-14570. 

 

143. Raval-Fernandes S, Sawant LA, Aebersold R, Ducret A, and Rome LH.  (1997) Axonal 
proteins involved in myelination: characterization of a collagen-like protein. Dev 
Neurosci 19:412-429. 

 

144. Steinmetz A, Hermann M,  Nimpf J, Aebersold R, Ducret A, Weinberg RB, and 
Schneider WJ.  (1998) Apolipoprotein AIV: expression and conservation in an avian 
species.  J Biol Chem 273(17):10543-10549. 

 

145. Figeys D, Zhang Y, and Aebersold R.  (1998) Optimization of solid phase 
microextraction-capillary zone electrophoresis-mass spectrometry for high sensitivity 
protein identification.  Electrophoresis 19:3728-3734. 

 

146. Ducret A, Van Oostveen I, Eng JK, Yates J, and Aebersold R.  (1998) High throughput 
protein characterization by automated reverse-phase chromatography/electrospray 
tandem mass spectrometry.  Protein Science 7:706-719. 

 

147. Haynes P, Miller I, Aebersold R, Gemeiner M, Eberini I, Lovati MR, Vignati M, and 
Gainazza E.  (1998) Proteins of rat serum: establishing a reference 2-DE map by 
immunodetection and microbore high performance liquid chromatography-electrospray 
mass spectrometry.  Electrophoresis 19:1484-1492. 

 

148. Miller I, Haynes P, Gemeiner M, Aebersold R, Manzoni C, Lovati MR, Vignati M, Eberini 
I, and Gainazza E.  (1998) Proteins of rat serum: Influence some biological parameters 
on the 2-DE Pattern.  Electrophoresis 19:1493-1500. 

 

149. Haynes P, Fripp N, and Aebersold R.  (1998) Identification of gel separated proteins by 
liquid chromatography-electrospray tandem mass spectrometry: comparison of 
methods and their limitations.  Electrophoresis 19:939-945. 

 

150. Ducret A, Bartone N, Haynes P, Blanchard A, and Aebersold R.  (1998) A simplified 
gradient solvent delivery system for capillary liquid chromatography-electrospray 
ionization mass spectrometry.  Anal Biochem 265:129-138. 

 

151. Zhang Y, Figeys D, and Aebersold R.  (1998) Purification of Trypsin for mass 
spectrometric identification of proteins at high sensitivity.  Anal Biochem 261:124-127. 

 

152. Figeys D and Aebersold R.  (1998) High sensitivity analysis of proteins and peptides by 
capillary electrophoresis-tandem mass spectrometry: recent developments in 
technology and applications.  Electrophoresis 19:885-892. 
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153. Figeys D, Gygi S, McKinnon G, and Aebersold R.  (1998) An integrated microfluidics-
tandem mass spectrometry system for automated protein analysis. Anal Chem 
70(18):3728-3734. 

 

154. Trasler J, Saberi F, Somani IH, Adamali HI, Huang JQ, Fortunato SR, Ritter G, Gu M, 
Aebersold R, Gravel RA, and Hermo L.  (1998) Characterization of the testis and 
epididymis in mouse models of human Tay Sachs and Sandhoff Diseases and partial 
determination of accumulated gangliosides.  Endocrinology 139(7):3280-3288. 

 

155. Wang J, Ducret A, Tu Y, Kozasa T, Aebersold R, and Ross E.  (1998) RGSZ1 a Gz-
selective RGS protein in brain: structure, membrane association, regulation by Gαz 
phosphorylation, and relationship to a Gz GTPase-activating protein subfamily.  J Biol 
Chem 273(40):26014-26025. 

 

156. Haynes P, Gygi S, Figeys D, and Aebersold R.  (1998) Proteome analysis: biological 
assay or data archive?  Electrophoresis 19:1862-1871. 

 

157. Becker S, Corthals GL, Aebersold R, Groner B, and Muller CW.  (1998) Expression of a 
tyrosine phosphorylated, DNA binding Stat3 beta dimer in bacteria. FEBS Letters 
441:141-147. 

 

158. Figeys D, Gygi SP, Zhang Y, Watts J, Gu M, and Aebersold R.  (1998) Electrophoresis 
combined with novel mass spectrometry techniques: powerful tools for the analysis of 
proteins and proteomes.  Electrophoresis 19:1811-1818. 

 

159. Figeys D and Aebersold R.  (1998) Nanoflow solvent gradient delivery from a 
microfabricated device for protein identifications by electrospray ionization mass 
spectrometry.  Anal Chem 70(18):3721-3727. 

 

160. Yokota H, Nickerson DA, Trask BJ, van den Engh G, Hirst M, Sadowski I, and 
Aebersold R.  (1998) Mapping a protein-binding site on straightened DNA by atomic 
force microscopy.  Anal Biochem 264:158-164. 

 

161. Masternak K, Barras E, Zufferey M, Conrad B, Corthals G, Aebersold R, Sanchez JC, 
Hochstrasser DF, Mach B, and Reith W.  (1998) A gene encoding a novel RFX-
associated transactivator is mutated in the majority of MHC class II deficiency patients.  
Nat Genet 20:273-277. 

 

162. Figeys D, Lock C, Taylor L, and Aebersold R.  (1998) Microfabricated device coupled 
with an electrospray ionization quadrupole time-of-flight mass spectrometer: protein 
identifications based on enhanced-resolution mass spectrometry and tandem mass 
spectrometry data.  Rapid Comm Mass Spectrom 12(20): 1435-1444. 

 

163. Aebersold R, Figeys D, Gygi S, Corthals G, Haynes P, Rist B, Sherman J, Zhang Y, 
and Goodlett D.  (1998) Towards an integrated analytical technology for the generation 
of multidimensional protein expression maps. J Protein Chem 17:533-535. 

 

164. Susin SA, Lorenzo HK, Zamzami N, Marzo I, Snow BE, Brothers GM, Mangion J, 
Jacotot E, Costantini P, Loeffler M, Larochette N, Goodlett DR, Aebersold R, Siderovski 
DP, Penninger JM, and  Kroemer G.  (1999) Molecular characterization of mitochondrial 
apoptosis-inducing factor.  Nature 397:441-446. 
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165. Figeys D and Aebersold R.  (1999) Microfabricated modules for sample handling, 
sample concentration and flow mixing: application to protein analysis by tandem mass 
spectrometry.  J Biomech Eng 121:7-12. 

 

166. Gygi SP, Rochon Y, Franza BR, and Aebersold R.  9)  Correlation between protein and 
mRNA abundance in yeast.  Mol Cell Biol 19(3):1720-1730. 

 

167. Gygi SP and Aebersold R.  (1999)  Absolute quantitation of 2-D protein spots. Methods 
Mol Biol 112:417-421. 

 

168. Gygi SP, Han DK, Gingras AC, Sonenberg N, and Aebersold R.  (1999) Protein 
analysis by mass spectrometry and sequence database searching: tools for cancer 
research in the post-genomic era.  Electrophoresis 20:310-319. 

 

169. Watts JD, Gu M, Patterson SD, Aebersold R, and Polverino AJ.  (1999) On the 
complexities of ceramide changes in cells undergoing apoptosis: lack of evidence for a 
second messenger function in apoptotic induction.  Cell Death Differ 6:105-114. 

 

170. Yokota H, Fung K, Trask BJ, van den Engh G, Sarikaya M, and Aebersold R. (1999) 
Sharp DNA bends as landmarks of protein-binding sites on straightened DNA.  Anal 
Chem 71(9):1663-1667. 

 

171. Miller I, Haynes P, Eberini I, Gemeiner M, Aebersold R, and Gianazza E.  (1999) 
Proteins of rat serum: III. Gender-related differences in protein concentration under 
baseline conditions and upon experimental inflammation as evaluated by two-
dimensional electrophoresis.  Electrophoresis 20:836-845. 

 

172. Gingras AC, Gygi SP, Raught B, Polakiewicz RD, Abraham RT, Hoekstra MF, 
Aebersold R, and Sonenberg N.  (1999) Regulation of 4E-BP1 phosphorylation: a novel 
two-step mechanism.  Genes Dev 13:1422-1437. 

 

173. Watts JD, Aebersold R, Polverino AJ, Patterson SD, and Gu M.  (1999) Ceramide 
second messengers and ceramide assays.  Trends Biochem Sci 24:228. 

 

174. Takahashi E, Abe J, Gallis B, Aebersold R, Spring DJ, Krebs EG, and Berk BC. (1999) 
p90(RSK) is a serum-stimulated Na+/H+ exchanger isoform-1 kinase. Regulatory 
phosphorylation of serine 703 of Na+/H+ exchanger isoform-1.  J Biol Chem 
274(29):20206-20214. 

 

175. Figeys D, Corthals GL, Gallis B, Goodlett DR, Ducret A, Corson MA, and Aebersold R.  
(1999)  Data-dependent modulation of solid-phase extraction capillary electrophoresis 
for the analysis of complex peptide and phosphopeptide mixtures by tandem mass 
spectrometry: application to endothelial nitric oxide synthase.  Anal Chem 71(13):2279-
2287. 

 

176. Charlton LA, Sayed M, Clark-Lewis I, Aebersold R, and Pelech SL.  (1999) 
Characterization of an activated ribosomal S6 kinase variant from maturing sea star 
oocytes: association with phosphatase 2A and substrate specificity.  J Cell Biochem 
75:310-326. 
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Quantitative analysis of complex protein mixtures using isotope-coded affinity tags.  
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178. Gallis B, Corthals GL, Goodlett DR, Ueba H, Kim F, Presnell SR, Figeys D, Harrison 
DG, Berk BC, Aebersold R, and Corson MA.  (1999) Identification of flow-dependent 
endothelial nitric-oxide synthase phosphorylation sites by mass spectrometry and 
regulation of phosphorylation and nitric oxide production by the phosphatidylinositol 3-
kinase inhibitor LY294002.  J Biol Chem 274:30101-30108. 

 

179. Chan JH, Timperman AT, Qin D, and Aebersold R.  (1999) Microfabricated polymer 
devices for automated sample delivery of peptides for analysis by electrospray 
ionization tandem mass spectrometry.  Anal Chem 71:4437-4444. 
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(1999) Feedback phosphorylation of an RGS protein by MAP kinase in yeast.  J Biol 
Chem 274:36387-36391. 
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Gianazza E.  (1999) A web site for the rat serum protein study group. Electrophoresis 
20:3599-3602. 

 

182. Rabilloud T, Blisnick T, Heller M, Luche S, Aebersold R, Lunardi J, and Braun-Breton C.  
(1999) Analysis of membrane proteins by two-dimensional electrophoresis: comparison 
of the proteins extracted from normal or Plasmodium falciparum-infected erythrocyte 
ghosts.  Electrophoresis 20:3603-3610. 

 

183. Yokota H, Sunwoo J, Sarikaya M, van den Engh G, and Aebersold R.  (1999) Spin-
stretching of DNA and protein molecules for detection by fluorescence and atomic force 
microscopy.  Anal Chem 71:4418-4422. 
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R, and Rosenberg R.  (1999) Constants and scientific progress.  Physiol Genomics 
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Purification and identification of secreted oxidative stress-induced factors from vascular 
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Spectrometry 14:344-348. 

 

187. Raught B, Gingras, A-C, Gygi S, Imataka H, Morino S Gradi A, Aebersold R, and 
Sonenberg N.  (2000)  Serum stimulated, rapamycin-sensitive phosphorylation sites in 
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Aebersold R.  (2000)  Protein identification with a single accurate mass of a cysteine-
containing peptide and constrained database searching.  Anal Chem 72:1112-1118. 
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191. Ostrowski J, Schullery DS, Denisenko ON, Higaki Y, Watts J, Aebersold R, and 
Stempka L.  (2000)  Role of tyrosine phosphorylation in the regulation of the interaction 
of heterogenous nuclear ribonucleoprotein K protein with its protein and RNA partners.  
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modulates presenilin-mediated notch/glp-1 signal transduction and ßAPP processing.  
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characterization of the T-cell antigen receptor complex composition by microcapillary 
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domains within the non-collagenous N-terminal region of collagen type XI.  J Biol Chem 
275:11498-11506. 

 

202. Gygi SP and Aebersold R.  (2000)  Using mass spectrometry for quantitative 
proteomics.   Proteomics: A trends guide, August 2000: 31-35.  

 

203. Haynes PA and Aebersold R.  (2000)  Simultaneous detection and identification of O-
GlcNAc-modified glycoproteins using liquid chromatography-tandem mass 
spectrometry.   Anal Chem 72(21):5402-5410. 
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204. Katze MG, Kwieciszewski B, Goodlett DG, Blakely CD, Neddermann P, Tan S-L, and 
Aebersold R.  (2000)  Ser2194 is a highly conserved major phosphorylation site of the 
hepatitis C virus nonstructural protein NS5A.  Virology  278:501-513. 
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systematically perturbed metabolic network.  Science 292:929-934.  
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(2001)  Quantitative proteomic analysis using a MALDI quadrupole time-of-flight mass 
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stimulatory activity (CXCL1) gene expression.  J Biol Chem 276(12):9366-9374. 
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dependent protein identification by mass spectrometry.  J Am Soc Mass Spec 12:1238-
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Biochem 297:25-31. 

 

217. Aebersold R, Gygi SP, Griffin T, Han DK, and Yelle M.  (2001)  The isotope-coded 
affinity tag reagent method for quantitative proteomics.  AGPT 1(1):22-27. 

 

218. von Haller PD, Donohoe S, Goodlett DR, Aebersold R, and Watts JD.  (2001) Mass 
spectrometric characterization of proteins extracted from Jurkat T cell detergent-
resistant membrane domains.  Proteomics 1:1010-1021. 
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219. Goodlett DR, Keller A, Watts JD, Newitt R, Yi EC, Purvine S, Eng JK, von Haller P, 
Aebersold R, and Kolker E.  (2001)  Differential stable isotope labeling of peptides for 
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CK2, extracellular signal-regulated kinase 2, and protein phosphatase 2A on a 
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Gelb MH, and Malik KU.   (2001)  Functional interaction of calcium/calmodulin-
dependent protein kinase II and cytosolic phospholipase A2.     J Biol Chem 
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224. Griffin TJ, and Aebersold R.  (2001)  Advances in proteome analysis by mass 
spectrometry.  J Biol Chem  276(49):45497-45500. 
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the trypanosoma brucei RNA editing complex.  Molecular and Cell Biology 21(20):6833-
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Identification of the target of monoclonal antibody A6H as dipeptidyl peptidase IV/CD26 
by LC MS/MS.  Hybridoma 20(4):231-236. 

 

228. Griffin TJ, Goodlett DR, and Aebersold R.  (2001)  Advances in proteome analysis by 
mass spectrometry.  Curr Opin Biotechnol 12(6):607-612.  Review. 
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The mitochondrial anti-oxidant defense system and its response to oxidative stress.  
Proteomics 1(9):1105-1110. 

 

230. Smolka M, Zhou H, Aebersold R.  (2002)  Quantitative protein profiling using two-
dimensional gel electrophoresis, isotope coded affinity tag labeling and mass 
spectrometry.  Molecular and Cellular Proteomics 1(1):19-29. 

 

231. Keller A, Nesvizhskii A, Kolker E, and Aebersold R.  (2002)  Empirical statistical model 
to estimate the accuracy of peptide identifications made by MS/MS and database 
search.  Anal Chem 74:5383-5392. 
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232. Dramsi S, Scheid M, Maiti A, Hojabrpour P, Chen X, Schubert K, Goodlett D, Aebersold 
R, and Duronio V.  (2002)  Identification of a novel phosphorylation site, Ser-170, as a 
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by solid-phase isotope tagging and mass spectrometry.  Nat Biotech 19:512-515. 
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Nature Biotech 20(7):651. 
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Burschi SA.  (2002)  Mitochondrial aconitase modification, functional inhibition, and 
evidence for a supramolecular complex of the TCA cycle by the renal toxicant S-
(1,1,2,2,-tetrafluoroethyl)-L-cysteine.  Biochemistry 41(21):6789-6797. 

 

244. Griffin TJ, Gygi SP, Ideker T, Rist B, Eng J, Hood L, and Aebersold R.  (2002) 
Complementary profiling of gene expression at the transcriptome and proteome levels 
in S. Cerevisiae.  Mol Cell Proteomics 1(4):323-333. 
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245. Yi EC, Marelli M, Lee H, Purvine SO, Aebersold R, Aitchison JD, and Goodlett DR.  
(2002)  Approaching complete peroxisome characterization by gas-phase fractionation.  
Electrophoresis 23(18):3205-3216. 
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Ng WV, and Hood L.  (2002)  Coordinate regulation of energy transduction modules in 
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data.  Proteomics 2:1406-1412. 
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using stable isotope tags.  Trends Biotechnol 20(12 Suppl):S23-29. 
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Quantitative proteomic analysis of chromatin-associated factors.  J Am Soc Mass 
Spectrom. 14(7):696-703. 

 

260. Hu S, Le Z, Newitt R, Aebersold R, Kraly JR, Jones M, and Dovichi NJ. (2003)  
Identification of proteins in single-cell capillary electrophoresis fingerprints based on co-
migration with standard proteins.  Anal Chem 75(14):3170-3173. 

 

261. Ha SA, Torabinejad J, DeWald DB, Wenk MR, Lucast L, De Camilli P, Newitt RA, 
Aebersold R, and Nothwehr SF.  (2003)  The synaptojanin-like protein Inp53/Sj13 
functions with clathrin in a yeast TGN-to-Endosome pathway distinct from the GGA 
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of N-linked glycoproteins using hydrazide chemistry, stable isotope labeling and mass 
spectrometry.  Nat Biotech 21(6):660-666. 

 

265. Wright ME, Tsai MJ, and Aebersold R.  (2003)  Androgen receptor represses the 
neuroendocrine transdifferentation process in prostate cancer cells.  Mol Endocrinol 
17(9):1726-1737. 

 

266. Guina T, Wu M, Miller SI, Purvine SO, Yi EC, Eng J, Goodlett DR,  Aebersold R, Ernst 
RK, and Lee KA.  (2003)  Proteomic analysis of Pseudomonas aeruginosa grown under 
magnesium limitation.  J Am Soc Mass Spec 14:742-751. 

 

267. Aebersold R.  (2003)  A mass spectrometric journey into protein and proteome 
research.  J Am Soc Mass Spec 14:685-695. 

 

268. Nesvizhskii A, Keller A, Kolker E, and Aebersold R.  (2003)  A statistical model for 
identifying proteins by tandem mass spectrometry.  Anal Chem 75(17):4646-4658. 

 

269. von Haller PD, Yi EC, Donohoe S, Vaughn K, Keller A, Nesvizhskii AI, Eng J, Li XJ, 
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272. Li X-J, Zhang H, Ranish JR, and Aebersold R.  (2003)  Automated statistical analysis of 
protein abundance ratios from data generated by stable isotope dilution and tandem 
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PS.  (2004) Quantitative proteomic analysis of proteins released by neoplastic prostate 
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spectrometry: a strategy for the quantitative analysis of proteomes and subproteomes. 
Curr Opin Chem Biol. 8(1):66-75. 

 

289. Lee H, Yi EC, Wen B, Reily TP, Pohl L, Nelson S, Aebersold R, Goodlett DR.  (2004) 
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317. Marelli M, Smith J, Jung S, Yi E, Nesvizhskii A, Christmas RH, Saleem RA, Tam YY, 
Faragasanu A, Goodlett D, Aebersold A, Rachubinski RA, Aitchison JD.  (2005) 
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Hanash SM.  (2005) Overview of the HUPO Plasma Proteome Project: results from the 
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Proteomics Res 5(9):2241-2249. 

 

358. Gupta N, Wollscheid B, Watts JD, Scheer B, Aebersold R, DeFranco AL.  (2006)  
Quantitative proteomic analysis of B cell lipid rafts reveals that ezrin regulates antigen 
receptorA-mediated lipid raft dynamics.  Nat Immunol 7:625-33. 

 

359. Domon B and Aebersold R.  (2006) Challenges and opportunities in proteomics data 
analysis.  Mol Cell Proteomics  5:1921-6.  

 

360. Shiio Y and Aebersold R.  (2006) Quantitative proteome analysis using isotope-coded 
affinity tags and mass spectrometry. Nat Protocols 1:139-45.   

 



Curriculum Vitae – Ruedi Aebersold 
Page 34 of 50 

 

 

361. Seebacher J, Mallick P, Zhang N, Eddes J, Aebersold R, Gelb M.  (2006) Protein 
crosslinking analysis using mass spectrometry, isotope-coded crosslinkers and 
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(2007)  The minimum information about a proteomics experiment (MIAPE). Nat 
Biotechnol 25(8):887-893. 

 



Curriculum Vitae – Ruedi Aebersold 
Page 36 of 50 

 

 

388. Chen R, Brentnall TA, Pan S, Cooke K, Moyes KW, Lane Z, Crispin DA, Goodlett DR, 
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464. Gehlenborg N, Yan W, Lee IY, Yoo H, Nieselt K, Hwang D, Aebersold R, Hood L  
(2009) Prequips-an extensible software platform for integration, visualization and 
analysis of LC-MS/MS proteomics data. Bioinformatics 25 (5): 682-683. 

 

465. Pan S, Aebersold R, Chen R, Rush J, Goodlett DR, McIntosh MW, Zhang J, Brentnall 
TA  (2009) Mass Spectrometry Based Targeted Protein Quantification: Methods and 
Applications. J. Proteome Research 8: 787-797. 

 

466. Ulintz PJ, Yocum AK, Bodenmiller B, Aebersold R, Andrews PC, Nesvizhskii AI  (2009) 
Comparison of MS2-Only, MSA, and MS2/MS3 Methodologies for Phosphopeptide 
Identification. J. Proteome Research 8: 887-899. 

 

467. Glatter T, Wepf A, Aebersold R, Gstaiger M  (2009) An integrated workflow for charting 
the human interaction proteome: insights into the PP2A system. Molecular Systems 
Biology 5:237-245. 

 

468. Huber A, Bodenmiller B, Uotila A, Stahl M, Wanka S, Gerrits B, Aebersold R, Loewith R  
(2009) Characterization of the rapamycin-sensitive phosphoproteome reveals that Sch9 
is a central coordinator of protein synthesis. Genes & Development 23:1929-1943. 

 

469. Mirzaei H, Brusniak MY, Mueller LN, Letarte S, Watts JD, Aebersold R  (2009) 

Halogenated Peptides as Internal Standards (H-PINS) Introduction of an MS based 
internal standard set for liquid chromatography mass spectrometry. Molecular & 
Cellular Proteomics 8:1934-1946. 

 

470. Eisenacher M, Martens L, Hardt T, Kohl M, Barsnes H, Helsens K, Hakkinen J, 
Levander F, Aebersold R, Vandekerckhove J, Dunn MJ, Lisacek F, Siepen JA, Hubbard 
SJ, Binz PA, Bluggel M, Thiele H, Cottrell J, Meyer HE, Apweiler R, Stephan C  (2009) 
Getting a grip on proteomics data - Proteomics Data Collection (ProDaC) Proteomics 
9:3928-3933. 

 

471. Gstaiger M, Aebersold R  (2009) Applying mass spectrometry-based proteomics to 
genetics, genomics and network biology. Nature Reviews Genetics 10:617-627. 

 

472. Picotti P, Bodenmiller B, Mueller LN, Domon B, Aebersold R  (2009) Full Dynamic 
Range Proteome Analysis of S. cerevisiae by Targeted Proteomics. Cell 138:795-806. 

 

473. Sherwood CA, Eastham A, Lee LW, Peterson A, Eng JK, Shteynberg D, Mendoza L, 
Deutsch EW, Risler J, Tasman N, Aebersold R, Lam H, Martin DB  (2009) MaRiMba: a 
software application for spectral library-based MRM transition list assembly. J Proteome 
Res. (10):4396-405.  

 

474. Malmström J, Beck M, Schmidt A, Lange V, Deutsch EW, Aebersold R  (2009) 
Proteome-wide cellular protein concentrations of the human pathogen Leptospira 
interrogans. Nature 460 (7256):762-5.  

 

475. Hüttenhain R, Malmström J, Picotti P, Aebersold R  (2009) Perspectives of targeted 
mass spectrometry for protein biomarker verification. Curr Opin Chem Biol, 13(5-6):518-
25. 

 

476. Schmidt A, Claassen M, Aebersold R.  (2009) Directed mass spectrometry: towards 
hypothesis-driven proteomics. Curr Opin Chem Biol., 13(5-6):510-7. 

 

477. Goetze S, Qeli E, Mosimann C, Staes A, Gerrits B, Roschitzki B, Mohanty S, Niederer 
EM, Laczko E, Timmerman E, Lange V, Hafen E, Aebersold R, Vandekerckhove J, 
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Basler K, Ahrens CH, Gevaert K, Brunner E. (2009) Identification and functional 
characterization of N-terminally acetylated proteins in Drosophila melanogaster.  PLoS 
Biol.,:7, Ebup. 

 

478. Claasen M, Aebersold R, Buhmann JM  (2010) Proteome Coverage Prediction for 
Integrated Proteomics Datasets. RECOMB, 6044:96-109. 

 

479. Picotti P, Rinner O, Stallmach R, Dautel F, Farrah T, Domon B, Wenschuh H, 
Aebersold R  (2010) High-throughput generation of selected reaction-monitoring assays 
for proteins and proteomes. Nat Methods: 7:43-6. 

 

480. Lam H, Aebersold R  (2010) Spectral Library Searching for Peptide Identification via 
Tandem MS. Methods Mol Biol.:604:95-103. 

 

481. Lam H, Deutsch E, Aebersold R  (2010). Artificial decoy spectral libraries for false 
discovery rate estimation in spectral library searching in proteomics. J Proteome 
Res.:9:605-10. 

 

482. Deutsch EW, Mendoza L, Shteynberg D, Farrah T, Lam H, Tasman N, Sun Z, Nilsson 
E, Pratt B, Prazen B, Eng JK, Martin DB, Nesvizhskii A, Aebersold R  (2010) A Guided 
Tour of the Trans Proteomic Pipeline. Proteomics 10(6):1150-9.  

 

483. Deutsch EW, Shteynberg D, Lam H, Sun Z, Eng JK, Carapito C, von Haller PD, 
Tasman N, Mendoza L, Farrah T, Aebersold R  (2010) Trans Proteomic Pipeline 
supports and improves analysis of electron transfer dissociation datasets. Proteomics 
10(6):1190-5. 

 

484. Breslow DK, Collins SR, Bodenmiller B, Aebersold R, Simons K, Shevchenko A, Ejsing 
CS, Weissman JS. (2010) Orm family proteins mediate sphingolipid homeostasis. 
Nature 463(7284):1048-53.  

 

485. Kümmel A, Ewald JC, Fendt SM, Jol SJ, Picotti P, Aebersold R, Sauer U, Zamboni N, 
Heinemann M. (2010) Differential glucose repression in common yeast strains in 
response to HXK2 deletion. FEMS Yeast Res. 10(3):322-32.  

 

486. Leitner A, Walzthoeni T, Kahraman A, Herzog F, Rinner O, Beck M, Aebersold R.  
(2010) Probing native protein structures by chemical cross-linking, mass spectrometry 
and bioinformatics. Mol Cell Proteomics:9(8):1634-49. 

 

487. Lam H, Aebersold R. (2010) Using spectral libraries for peptide identification from 
tandem mass spectrometry (MS/MS) data. Curr Protoc Protein Sci. 2010 Apr; Chapter  
25:Unit 25.5.  

 

488. Hofmann A, Gerrits B, Schmidt A, Bock T, Bausch-Fluck D, Aebersold R, Wollscheid B. 
(2010) Proteomic cell surface phenotyping of differentiating acute myeloid leukemia 
cells. Blood; 116(13):e26-34. 

 

489. Duncan MW, Aebersold R, Caprioli RM  (2010) The pros and cons of peptide-centric 
proteomics. Nat Biotechnol. 28(7):659-64. 

 

490. Domon B, Aebersold R. (2010) Options and considerations when selecting a 
quantitative proteomics strategy. Nat Biotechnol. 28(7):710-21. 
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491. Leitner A, Walzthoeni T, Kahraman A, Herzog F, Rinner O, Beck M, Aebersold R  
(2010) Probing native protein structures by chemical cross-linking, mass spectrometry, 
and bioinformatics. Mol Cell Proteomics: 9(8):1634-49.  

 

492. Pan S, Chen R, Aebersold R, Brentnall TA  (2010) Mass spectrometry based 
glycoproteomics - from a proteomics perspective. Mol Cell Proteomics: 
10(1):R110.003251. 

 

493. Nilsson T, Mann M, Aebersold R, Yates JR 3rd, Bairoch A, Bergeron JJ  (2010) Mass 
spectrometry in high-throughput proteomics: ready for the big time. Nat Methods: 
7(9):681-5. 

 

494. Kiyonami R, Schoen A, Prakash A, Peterman S, Zabrouskov V, Picotti P, Aebersold R, 
Huhmer A, Domon B  (2010) Increased selectivity, analytical precision, and throughput 
in targeted proteomics. Mol Cell Proteomics 0(2):M110.002931. 

 

495. Hofmann A, Gerrits B, Schmidt A, Bock T, Bausch-Fluck D, Aebersold R, Wollscheid B  
(2010) Proteomic cell surface phenotyping of differentiating acute myeloid leukemia 
cells. Blood: 116(13):26-34 

 

496. Jovanovic M, Reiter L, Picotti P, Lange V, Bogan E, Hurschler BA, Blenkiron C, 
Lehrbach NJ, Ding XC, Weiss M, Schrimpf SP, Miska EA, Grosshans H, Aebersold R, 
Hengartner MO  (2010) A quantitative targeted proteomics approach to validate 
predicted microRNA targets in C. elegans. Nat Methods: 7(10):837-42.  

 

497. Mirzaei H, Rogers RS, Grimes B, Eng J, Aderem A, Aebersold R  (2010) Characterizing 
the connectivity of poly-ubiquitin chains by selected reaction monitoring mass 
spectrometry. Mol Biosyst:  6(10):2004-14. 

 

498. Przybylski C, Jünger MA, Aubertin J, Radvanyi F, Aebersold R, Pflieger D  (2010) 
Quantitative analysis of protein complex constituents and their phosphorylation states 
on a LTQ-Orbitrap instrument. J Proteome Res: 9(10):5118-32. 

 

499. Ahrens CH, Schrimpf SP, Brunner E, Aebersold R  (2010) Model organism proteomics. 
J Proteomics: 73(11):2051-3.  

 

500. Bodenmiller B, Aebersold R.  (2010) Quantitative analysis of protein phosphorylation on 
a system-wide scale by mass spectrometry-based proteomics. Methods Enzymol.: 
470:317-34. 
 

501. Buelow MH, Aebersold R, Pankratz MJ, Juenger MA.  (2010) The Drosophila 
FoxAortholog Fork head regulates growth and gene expression downstream of Target 
of rapamycin. PLoS One: 5(12):e15171.  
 

502. Bodenmiller B, Wanka S, Kraft C, Urban J, Campbell D, Pedrioli PG, Gerrits B, Picotti 
P, Lam H, Vitek O, Brusniak MY, Roschitzki B, Zhang C, Shokat KM, Schlapbach R, 
Colman-Lerner A, Nolan GP, Nesvizhskii AI, Peter M, Loewith R, von  Mering C, 
Aebersold R.  (2010) Phosphoproteomic analysis reveals interconnected system-wide 
responses to perturbations of kinases and phosphatases in yeast. Sci  Signal: 
21;3(153):rs4. 
 

503. Ahrens CH, Brunner E, Qeli E, Basler K, Aebersold R.  (2010) Generating and 
navigating proteome maps using mass spectrometry. Nat Rev Mol Cell Biol.: 
11(11):789-801. 
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504. Beck M, Claassen M, Aebersold R  (2011) Comprehensive proteomics. Curr Opin 
Biotechnol.:22(1):3-8. 
 

505. Reiter L, Rinner O, Picotti P, Huettenhain R, Beck M, Brusniak MY, Hengartner MO, 
Aebersold R.  (2011) mProphet: automated data processing and statistical validation for 
large-scale SRM experiments. Nat Methods: in press. 
 

506. Brusniak MY, Kwok ST, Christiansen M, Campbell D, Reiter L, Picotti P, Kusebauch U, 
Ramos H, Deutsch EW, Chen J, Moritz RL, Aebersold R.  (2011) ATAQS: A 
computational software tool for high throughput transition optimization and validation for 
selected reaction monitoring mass spectrometry. BMC Bioinformatics:12(1):78. 
 

507. Claassen M, Aebersold R, Buhmann JM.  (2011) Proteome coverage prediction for 
integrated proteomics datasets. J Comput Biol.: 18(3):283-93. 
 

508. Selevsek N, Matondo M, Carbayo MS, Aebersold R, Domon B.  (2011) Systematic 
quantification of peptides/proteins in urine using selected reaction monitoring. 
Proteomics; 11(6):1135-47.  
 

509. Laurell E, Beck K, Krupina K, Theerthagiri G, Bodenmiller B, Horvath P, Aebersold R, 
Antonin W, Kutay U.  (2011) Phosphorylation of Nup98 by multiple kinases is crucial for 
NPC disassembly during mitotic entry. Cell:144(4):539-50. 
 

510. Cima I, Schiess R, Wild P, Kaelin M, Schueffler P, Lange V, Picotti P, Ossola R, 
Templeton A, Schubert O, Fuchs T, Leippold T, Wyler S, Zehetner J, Jochum W, 
Buhmann J, Cerny T, Moch H, Gillessen S, Aebersold R, Krek W.  (2011) Cancer 
genetics-guided discovery of serum biomarker signatures for diagnosis and prognosis 
of prostate cancer. Proc Natl Acad Sci U S :108(8):3342-7.  
 

511. Costenoble R, Picotti P, Reiter L, Stallmach R, Heinemann M, Sauer U, Aebersold R.  
(2011) Comprehensive quantitative analysis of central carbon and amino-acid 
metabolism in Saccharomyces cerevisiae under multiple conditions by targeted 
proteomics. Mol Syst Biol.:1;7:464.  
 

512. Lam H, Aebersold R.  (2011) Building and searching tandem mass (MS/MS) spectral 
libraries for peptide identification in proteomics. Methods: in press 
 

513. Scherrer T, Femmer C, Schiess R, Aebersold R, Gerber AP.  (2011) Defining potentially 
conserved RNA regulons of homologous zinc-finger RNA-binding proteins. Genome 
Biol.;12(1):R3. 
 

514. Ramos H, Shannon P, Brusniak MY, Kusebauch U, Moritz RL, Aebersold R.  (2011) 
The Protein Information and Property Explorer 2: gaggle-like exploration of biological 
proteomic data within one webpage. Proteomics: 11(1):154-8. 
 

515. Yan W, Luo J, Robinson M, Eng J, Aebersold R, Ranish J.  (2011) Index-ion Triggered 
MS2 Ion Quantification: A Novel Proteomics Approach for Reproducible Detection and 
Quantification of Targeted Proteins in Complex Mixtures. Mol Cell 
Proteomics:10(3):M110.005611.  
 

516. Surinova S, Schiess R, H√ºttenhain R, Cerciello F, Wollscheid B, Aebersold R.  (2011) 
On the development of plasma protein biomarkers. J Proteome Res.: 7;10(1):5-16.  
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517. Bensimon A, Schmidt A, Ziv Y, Elkon R, Wang SY, Chen DJ, Aebersold R, Shiloh Y.  
(2011) ATM-dependent and -independent dynamics of the nuclear phosphoproteome 
after DNA damage. Sci Signal: 7;3(151):rs3. 
 

518. Bandyopadhyay S, Mehta M, Kuo D, Sung MK, Chuang R, Jaehnig EJ, Bodenmiller B, 
Licon K, Copeland W, Shales M, Fiedler D, Dutkowski J, Guenole A, van Attikum  H, 
Shokat KM, Kolodner RD, Huh WK, Aebersold R, Keogh MC, Krogan NJ, Ideker T.  
(20110 Rewiring of genetic networks in response to DNA damage. Science: 
330(6009):1385-9. Erratum in: Science. 331(6015):284.  
 

519. Bohn S, Beck F, Sakata E, Walzthoeni T, Beck M, Aebersold R, Foerster F, Baumeister 
W, Nickell S.  (2011) Structure of the 26S proteasome from Schizosaccharomyces 
pombe at subnanometer resolution. Proc Natl Acad Sci U S A: 7;107(49):20992-7. 
 

520. Bodenmiller B, Aebersold R.  (2011) Phosphoproteome resource for systems biology 
research. Methods Mol Biol.: 694:307-22. 

 

521. Maier T, Schmidt A, Güell M, Kühner S, Gavin AC, Aebersold R, Serrano L.  (2011) 
Quantification of mRNA and protein and integration with protein turnover in a bacterium. 
Mol Syst Biol. 19;7:511. 
 

522. Schmidt A, Beck M, Malmström J, Lam H, Claassen M, Campbell D, Aebersold R.  
(2011) Absolute quantification of microbial proteomes at different states by directed 
mass spectrometry. Mol Syst Biol. 19;7:510. 
 

523. Legrain P, Aebersold R, Archakov A, Bairoch A, Bala K, Beretta L, Bergeron J, 
Borchers CH, Corthals GL, Costello CE, Deutsch EW, Domon B, Hancock W, He F, 
Hochstrasser D, Marko-Varga G, Salekdeh GH, Sechi S, Snyder M, Srivastava S, 
Uhlén M, Wu CH, Yamamoto T, Paik YK, Omenn GS.  (2011) The human proteome 
project: current state and future direction. Mol Cell Proteomics. ;10(7). 
 

524. Kälin M, Cima I, Schiess R, Fankhauser N, Powles T, Wild P, Templeton A, Cerny T, 
Aebersold R, Krek W, Gillessen S.  (2011) Novel Prognostic Markers in the Serum of 
Patients With Castration-Resistant Prostate Cancer Derived From Quantitative Analysis 
of the Pten Conditional Knockout Mouse Proteome. Eur Urol. (in press) 
 

525. Buey RM, Mohan R, Leslie K, Walzthoeni T, Missimer JH, Menzel A, Bjelic S, Bargsten 
K, Grigoriev I, Smal I, Meijering E, Aebersold R, Akhmanova A, Steinmetz MO.  (2011) 
Insights into EB structure and the role of its C-terminal domain in discriminating 
microtubule tips from lattice. Mol Biol Cell. (in press) 
 

526. Malmström L, Malmström J, Aebersold R.  (2011) Quantitative proteomics of microbes: 
Principles and applications to virulence. Proteomics. 11(15):2947-56.  
 

527. Higdon R, Reiter L, Hather G, Haynes W, Kolker N, Stewart E, Bauman AT, Picotti P, 
Schmidt A, van Belle G, Aebersold R, Kolker E.  (2011) IPM: An integrated protein 
model for false discovery rate estimation and identification in high-throughput 
proteomics. J Proteomics. (in press) 
 

528. Kahraman A, Malmström L, Aebersold R.  (2011) Xwalk: computing and visualizing 
distances in cross-linking experiments. Bioinformatics. 1;27(15):2163-4.  
 

529. Farrah T, Deutsch EW, Omenn GS, Campbell DS, Sun Z, Bletz JA, Mallick P, Katz JE, 
Malmstrom J, Ossola R, Watts JD, Lin B, Zhang H, Moritz RL, Aebersold RH.  (2011) A 
high-confidence human plasma proteome reference set with estimated concentrations 
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in PeptideAtlas. Mol Cell Proteomics. (in press) 
 

530. Kisko K, Brozzo MS, Missimer J, Schleier T, Menzel A, Leppänen VM, Alitalo K, 
Walzthoeni T, Aebersold R, Ballmer-Hofer K.  (2011) Structural analysis of vascular 
endothelial growth factor receptor-2/ligand complexes by small-angle X-ray solution 
scattering. FASEB J. (in press) 
 

531. Wiedl T, Arni S, Roschitzki B, Grossmann J, Collaud S, Soltermann A, Hillinger S, 
Aebersold R, Weder W.  (2011) Activity-based proteomics: Identification of ABHD11 
and ESD activities as potential biomarkers for human lung adenocarcinoma. J 
Proteomics. (in press) 
 

532. Bensimon A, Aebersold R, Shiloh Y.  (2011) Beyond ATM: the protein kinase landscape 
of the DNA damage response. FEBS Lett. 6;585(11):1625-39.  
 

533. Hoofnagle AN, Aebersold R, Anderson NL, Felsenfeld A, Liebler DC.  (2011) Painting a 
Moving Picture: Large-Scale Proteomics Efforts and Their Potential for Changing 
Patient Care. Clin Chem. (in press) 
 

534. Farrah T, Deutsch EW, Aebersold R.  (2011) Using the Human Plasma PeptideAtlas to 
study human plasma proteins. Methods Mol Biol. 728:349-74. 
 

535. Ossola R, Schiess R, Picotti P, Rinner O, Reiter L, Aebersold R.  (2011) Biomarker 
validation in blood specimens by selected reaction monitoring mass spectrometry of N-
glycosites. Methods Mol Biol. 728:179-94. 
 

536. Reiter L, Rinner O, Picotti P, Hüttenhain R, Beck M, Brusniak MY, Hengartner MO, 
Aebersold R.  (2011) mProphet: automated data processing and statistical validation for 
large-scale SRM experiments. Nat Methods. 8(5):430-5. 
 

537. Brusniak MY, Kwok ST, Christiansen M, Campbell D, Reiter L, Picotti P, Kusebauch U, 
Ramos H, Deutsch EW, Chen J, Moritz RL, Aebersold R.  (2011) ATAQS: A 
computational software tool for high throughput transition optimization and validation for 
selected reaction monitoring mass spectrometry. BMC Bioinformatics. 18;12:78. 

 
 
Book Chapters and Reviews: 
 

1. Gruetter T, Herbst H, Aebersold R, Chang JY and Braun DG.  (1984) The first 
complete primary structure of the variable domain of a murine anti streptococcal group 
A carbohydrate antibody.  In: Proceedings of the IXth Lancefield International 
Symposium on Streptococci and Streptococcal Diseases, Y Kimura, S Kotani, and Y 
Shiokawa (eds.), Reedbooks, Berkshire. 

 
2. Aebersold R, Leavitt J, Hood L and Kent S.  (1986) Sequence analysis of proteins from 

whole-cell lysates after separation in analytical two-dimensional gels.  In: Methods in 
Protein Sequence Analysis, K. Walsh, (ed.), Humana Press, Clifton, NY 

 
3. Hood LE, Kent S, Smith L, Aebersold R, Teplow D, Kaiser R, Clark-Lewis I, Woo D, 

Hines W and Sanders J. (1986) The development of a facility to analyze and 
synthesize genes and proteins. In: Methods of Protein Sequence Analysis. K. Walsh 
(ed).  Humana Press, Clifton, NJ pp. 21-42. 

 
4. Kent SBH, Aebersold R, Parker K, Neurath AR and Strick N.  (1986) Precise location 

of a continuous epitope in the pre-S gene coded envelope proteins of hepatitus B virus 
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(HBV).  In: Vaccines 86:  Proceedings of the CSH Symposium on New Approaches to 
Vaccines, Sept. 1985, R Channock, R Lerner and F Brown (eds.), Cold Spring Harbor 
Press, Cold Spring Harbor, New York. 

 
5. Clark-Lewis I, Aebersold R, Ziltener H, Schrader JW, Hood LE and Kent SBH. (1986) 

Structure-function studies of interleukin-3 using an automated peptide synthesis 
approach.  In: Immune Regulation by Characterized Polypeptides, G Goldstein, J-F 
Bach and H Wigzell (eds.), UCLA Symposia on Molecular and Cellular Biology, New 
Series, Vol. 41, Alan R. Liss, New York. 

 
6. Aebersold R, Teplow DB, Hood LE and Kent SBH.  (1988)  A novel approach to 

isolation of proteins for microsequence analysis:  Electroblotting onto activated glass.  
In: Proteins Structure and Function, J J L'Italien, (ed.).  Plenum Press, N.Y., pp 105-
120. 

 
7. Aebersold R, Nika H, Pipes G, Wettenhall REH, Clark M, Hood LE and Kent SBH.  

(1989) Accelerated high sensitivity sequence analysis of proteins and peptides 
immobilized on chemically-modified glass fiber discs. In: Methods in Protein Sequence 
Analysis, B Wittmann-Liebold (ed.).  Springer-Verlag, Berlin, pp 79-97. 

 
8. Hood LE, Aebersold R, Harrington M, Hunkapiller M, Kaiser R, Kent SBH, Landegren 

U and Nika H.  (1989) Protein Chemistry and the Biotechnology of the Future.  In: 
Methods in Protein Sequence Analysis. B. Wittmann-Liebold (ed.) Springer Verlag, 
Berlin, pp 536-553.   

 
9. Aebersold R.  (1989) Sequence analysis of proteins separated by Polyacrylamide Gel 

Electrophoresis.  In: Electrophoresis Forum. '89.  BJ Radola (ed.) Technical University, 
Munich Press, pp 60-71. 

 
10. Aebersold R.  (1989) Internal amino acid sequence analysis of proteins after "In situ" 

protease digestion on nitrocellulose.  In: A Practical Guide to Peptide and Protein 
Purification for Microsequencing.  P Matsudaira  (ed.) Academic Press, N.Y. pp73-85. 

 
11. Aebersold R.  (1990) Book review:  Protein Sequencing: A practical approach.  Cell 

60:532-533. 
 

12. Aebersold R.  (1990)  Solid-phase protein sequence analysis 1990. Nature 343:291-
292. 

 
13. Aebersold R.  (1990)  Sequence analysis of proteins separated by polyacrylamide gel 

electrophoresis. In: Advances in Electrophoresis.  MJ Dunn, BJ Radola (eds).  VCH, 
Verlag, vol. 4, pp 1-89. 

 
14. Patterson SD and Aebersold R.  (1991)  Efficient recovery of gel electrophoresis 

separated proteins after electroblotting onto a cationic membrane.  Proceedings of the 
International Meeting on Transdimensional Electrophoresis, MJ Dunn (ed.) pp 105-
110.   

 
15. Aebersold R, Patterson SD, and Hess D.  (1992) Strategies for the isolation of 

peptides from low abundance proteins for internal sequence analysis.  Techniques in 
Protein Chemistry III, Hogue-Angeletti, R. (ed.), Academic Press, NY, pp 87-96. 

 
16. Green RB, Durnford D, Aebersold R and Pichersky E.  (1992) Evolution, Structure and 

Function in the Chl.a/b and Chl. a/c antenna protein family. Proceedings of the 9th Intl. 
Congress on Photosynthesis. 
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17. Aebersold R.  (1993) Internal amino acid sequence analysis of proteins after "in situ" 
protease digestion on nitrocellulose. In: A Practical Guide to Peptide and Protein 
Purification for Microsequencing, 2nd Edition.  P Matsudaira (ed) Academic Press, NY. 

 
18. Aebersold R.  (1993) Mass spectrometry of proteins and peptides. Curr. Op. Biotech.4: 

412-419. 
 

19. Nika H and Aebersold R.  (1994) Amino-terminal protein sequence analysis. In: Cell 
Biology, A Laboratory Handbook.  J.E. Celis (ed).  pp 369-379 Academic Press 

 
20. Hess D and Aebersold R.  (1994) Internal sequence analysis of proteins separated by 

polyacrylamide gel electrophoresis. In: Methods, an accompanying journal to Methods 
in Enzymology.   

 
21. Withers SG, Tull D, Gebler J, Braun C, Aebersold R, Wang Q, Warren T, Kilburn D, 

Gilkes N.  (1994) Mechanistic studies on cellulases. 
 

22. Watts JD, Affolter M, Krebs DL, Wange RL, Samelson LE, and Aebersold R. (1996) 
Electrospray ionization mass spectrometric investigation of signal transduction 
pathways: Determination of sites of inducible protein phosphorylation in activated T 
cells (Chapter XX). In: Electrospray ionization mass spectrometry. D. Schneider (ed.) 
ACS Symposium Series vol 619:381-407. 

 
23. van der Staay GWM, Ducret A, Aebersold R, Li R, Golden SS, Hiller RG, Wrench PM, 

Larkum AWD and Green BR.  (1995) The Chl a/b antenna from prochlorophytes is 
related to the iron stress-induced Chl a antenna (IsiA) from Cyanobacteria. In: 
Proceedings: International Photosynthesis Congress, 1995. 

 
24. Aebersold R and Patterson S. Current problems and technical solutions in protein 

biochemistry. In: Protein Structure, R. Hogue (ed) in press, Academic press. 
 

25. Nika H, and Aebersold R. Amino Terminal Protein Sequence Analysis. Molecular Cell 
Biology: A laboratory handbook CJ Ellis (ed) 2nd edition, Academic press. 

 
26. Figeys D and Aebersold R.  (1997) Book review: Methods in Enzymology vols. 270-

271. Anal Biochem, 246:268-269. 
 

27. Watts JD, Ducret A, Figeys D, Gu M, Zhang Y, Haynes P, Boyle R and Aebersold R.  
Mass spectrometry based approaches towards the study of regulated biological 
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